Intraclonal genetic diversity amongst cystic fibrosis and keratitis isolates of Pseudomonas aeruginosa.
Given the emergence of transmissible strains of Pseudomonas aeruginosa, such as the Liverpool epidemic strain (LES), in cystic fibrosis (CF) centres, it is important to carry out regular surveillance of isolates. In a survey of 22 P. aeruginosa isolates, each from a different CF patient identified as negative for LES in a paediatric centre in Liverpool, six (23 %) were identified as being the same clone type (clone D) using array-tube genotyping. Using a series of alternative genotyping approaches [PFGE, random amplification of polymorphic DNA (RAPD), variable number of tandem repeats (VNTR) and multilocus sequence typing (MLST)], the six CF clone D isolates and eight previously identified clone D isolates associated with infections leading to keratitis were compared. All but two of the clone D isolates (both keratitis-associated) were assigned by MLST to sequence type 235 and were highly similar using VNTR analysis. However, there was considerable variation found among the isolates when using PFGE or RAPD, highlighting the limitations of these methods. The discordance with respect to two of the isolates identified by array-tube genotyping as clone D, when using all the other typing methods, emphasizes the need to use more than one method for reliable identification of strains.